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Proper Citation

HTqPCR (RRID:SCR_003375)

Resource Information

URL.: http://www.bioconductor.org/packages/release/bioc/html/HTgPCR.html

Proper Citation: HTqQPCR (RRID:SCR_003375)

Description: Software package for the analysis of Ct values from high throughput
guantitative real-time PCR (qPCR) assays across multiple conditions or replicates. The
input data can be from spatially-defined formats such ABI TagMan Low Density Arrays or
OpenAtrray; LightCycler from Roche Applied Science; the CFX plates from Bio-Rad
Laboratories; conventional 96- or 384-well plates; or microfluidic devices such as the
Dynamic Arrays from Fluidigm Corporation. HTgQPCR handles data loading, quality
assessment, normalization, visualization and parametric or non-parametric testing for
statistical significance in Ct values between features (e.g. genes, microRNAS).

Abbreviations: HTQPCR
Synonyms: HTqPCR - Automated analysis of high-throughput gPCR data
Resource Type: software application, software resource, data processing software

Defining Citation: PMID:19808880

Keywords: data import, differential expression, gene expression, microtitre plate assay,
multiple comparison, preprocessing, quality control, visualization, gpcr, bio.tools

Availability: Free, Available for download, Freely available
Resource Name: HTqPCR

Resource ID: SCR_003375

Alternate IDs: biotools:htgpcr, OMICS 02314

Alternate URLSs: https://bio.tools/htgpcr
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Record Creation Time: 20220129T080218+0000

Record Last Update: 20260727T040325+0000

Ratings and Alerts
No rating or validation information has been found for HTqPCR.

No alerts have been found for HTQPCR.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 74 mentions in open access literature.
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