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Proper Citation

Source BioScience LifeSciences (RRID:SCR_003344)

Resource Information

URL: http://www.lifesciences.sourcebioscience.com/welcome-to-source-bioscience-
lifesciences.aspx

Proper Citation: Source BioScience LifeSciences (RRID:SCR_003344)

Description: Source BioScience LifeSciences are European leaders in DNA sequencing,
genomic services, bioinformatic analyses and offers a comprehensive portfolio of genomic
reagents and antibodies. Source BioScience LifeScience is a CPA, GLP/GCP accredited
and lllumina NGS CSPro certified genomic service provider and distributes a
comprehensive range of biological products to companies and institutions worldwide.
Source BioScience is proud to announce that Source BioScience imaGenes has joined it's
LifeSciences group. This will enable us to bring our customers one unified website with
our complete range of Products, Clones and Services. We have merged our clone libraries
together so that can now offer you over 20 million clones! Add to this our excellent
sequencing service and our range of over 100,000 antibodies and Source BioScience
LifeSciences is your ideal outsourcing partner.

Abbreviations: RZPD
Synonyms: imaGenes, Source BioScience imaGenes
Resource Type: biomaterial supply resource, material resource

Keywords: clones, libraries, microarray, dna sequencing, rna interference, next
generation sequencing, proteomics

Availability: Free, Freely available
Resource Name: Source BioScience LifeSciences
Resource ID: SCR_003344

Alternate IDs: nif-0000-31984



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_003344/resolver
http://www.lifesciences.sourcebioscience.com/welcome-to-source-bioscience-lifesciences.aspx
http://www.lifesciences.sourcebioscience.com/welcome-to-source-bioscience-lifesciences.aspx

Alternate URLSs: https://sourcebioscience.com/
Record Creation Time: 20220129T080218+0000

Record Last Update: 20260725T191227+0000

Ratings and Alerts
No rating or validation information has been found for Source BioScience LifeSciences.

No alerts have been found for Source BioScience LifeSciences.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 65 mentions in open access literature.
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