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Cancer Biomedical Informatics Grid

RRID:SCR_003328
Type: Tool

Proper Citation

Cancer Biomedical Informatics Grid (RRID:SCR_003328)

Resource Information

URL.: http://cabig.cancer.gov

Proper Citation: Cancer Biomedical Informatics Grid (RRID:SCR_003328)

Description: THIS RESOURCE IS NO LONGER IN SERVICE, documented July 19,
2016. It has been integrated into the National Cancer Informatics Program (NCIP). The
National Cancer Institute launched the cancer Biomedical Informatics Grid (caBIG) to
create a virtual network of interconnected data, individuals, and organizations that worked
together to redefine how cancer research is conducted. caBIG capabilities allowed
researchers and clinicians to collaborate more effectively so that complex research
guestions might be asked and answered faster and more effectively. The mission of caBIG
was to develop a truly collaborative information network that accelerated the discovery of
new approaches for the detection, diagnosis, treatment, and prevention of cancer,
ultimately improving patient outcomes.

Synonyms: caBIG

Resource Type: data or information resource, organization portal, knowledge
environment, portal

Keywords: data sharing

Funding: NCI

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: Cancer Biomedical Informatics Grid
Resource ID: SCR_003328

Alternate IDs: nif-0000-31949

Record Creation Time: 20220129T080218+0000

Record Last Update: 20260729T044041+0000
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Ratings and Alerts
No rating or validation information has been found for Cancer Biomedical Informatics Grid.

No alerts have been found for Cancer Biomedical Informatics Grid.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 32 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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