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Proper Citation

ggbio (RRID:SCR_003313)

Resource Information

URL: http://www.bioconductor.org/packages/release/bioc/html/ggbio.html

Proper Citation: ggbio (RRID:SCR_003313)

Description: An R package for extending the grammar of graphics for genomic data. The
graphics are designed to answer common scientific questions, in particular those often
asked of high throughput genomics data. All core Bioconductor data structures are
supported, where appropriate. The package supports detailed views of particular genomic
regions, as well as genome-wide overviews. Supported overviews include ideograms and
grand linear views. High-level plots include sequence fragment length, edge-linked interval
to data view, mismatch pileup, and several splicing summaries.

Synonyms: ggbio - Visualization tools for genomic data

Resource Type: software resource

Defining Citation: PMID:22937822

Keywords: standalone software, unix/linux, mac os x, windows, r, infrastructure,
visualization, bio.tools

Availability: Free, Available for download, Freely available

Resource Name: ggbio

Resource ID: SCR_003313

Alternate IDs: biotools:ggbio, OMICS_04660

Alternate URLs: http://www.tengfei.name/ggbio/, https://bio.tools/ggbio

Record Creation Time: 20220129T080218+0000

Record Last Update: 20260725T190538+0000

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_003313/resolver
http://www.bioconductor.org/packages/release/bioc/html/ggbio.html
https://pubmed.ncbi.nlm.nih.gov/22937822


Ratings and Alerts

No rating or validation information has been found for ggbio.

No alerts have been found for ggbio.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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