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RCircos

RRID:SCR_003310
Type: Tool

Proper Citation

RCircos (RRID:SCR_003310)

Resource Information

URL.: http://cran.r-project.org/web/packages/RCircos/

Proper Citation: RCircos (RRID:SCR_003310)

Description: Software package that provides a simple and flexible way to generate Circos
2D track plot images for genomic data visualization. The types of plots include: heatmap,
histogram, lines, scatterplot, tiles and plot items for further decorations include connector,
link (lines and ribbons), and text (gene) label. All functions require only R graphics
package that comes with R base installation.

Synonyms: RCircos: Circos 2D Track Plot
Resource Type: software resource

Defining Citation: PMID:23937229

Keywords: standalone software, unix/linux, mac os x, windows, r
Availability: Free, Available for download, Freely available
Resource Name: RCircos

Resource ID: SCR_003310

Alternate IDs: OMICS 04661

Alternate URLSs: https://bitbucket.org/henryhzhang/rcircos/
Record Creation Time: 20220129T080218+0000

Record Last Update: 20260725T190538+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_003310/resolver
http://cran.r-project.org/web/packages/RCircos/
https://pubmed.ncbi.nlm.nih.gov/23937229

No rating or validation information has been found for RCircos.

No alerts have been found for RCircos.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 245 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Frontiers in genetics, 16, 1530334.

Wang J, et al. (2025) Inhibition of esophageal squamous cell carcinoma progression by
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15(1), 30716.
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utilizing a 101-combination machine learning framework and multi-omics data. Frontiers in
medicine, 12, 1590405.
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