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Proper Citation

miRNAMap (RRID:SCR_003156)

Resource Information

URL: http://mirnamap.mbc.nctu.edu.tw

Proper Citation: miRNAMap (RRID:SCR_003156)

Description: A database of experimentally verified microRNAs and miRNA target genes
in human, mouse, rat, and other metazoan genomes. In addition to known miRNA targets,
three computational tools previously developed, such as miRanda, RNAhybrid and
TargetScan, were applied for identifying miRNA targets in 3'-UTR of genes. In order to
reduce the false positive prediction of miRNA targets, several criteria are supported for
filtering the putative miRNA targets. Furthermore, miRNA expression profiles can provide
valuable clues for investigating the properties of miRNAs, such tissue specificity and
differential expression in cancer/normal cell. Therefore, we performed the Q-PCR
experiments for monitoring the expression profiles of 224 human miRNAs in eighteen
major normal tissues in human. The cross-reference between the miRNA expression
profiles and the expression profiles of its target genes can provide effective viewpoint to
understand the regulatory functions of the miRNA.

Abbreviations: miRNAMap
Resource Type: data or information resource, database

Defining Citation: PMID:18029362, PMID:16381831

Keywords: microrna, genome, FASEB list

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: miRNAMap

Resource ID: SCR_003156

Alternate IDs: nif-0000-03138, OMICS_00408

Record Creation Time: 20220129T080217+0000
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Record Last Update: 20260729T044038+0000

Ratings and Alerts
No rating or validation information has been found for miRNAMap.

No alerts have been found for miRNAMap.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 246 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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