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Primer3Plus

RRID:SCR_003081
Type: Tool

Proper Citation

Primer3Plus (RRID:SCR_003081)

Resource Information

URL: http://www.bioinformatics.nl/cgi-bin/primer3plus/primer3plus.cgi

Proper Citation: Primer3Plus (RRID:SCR_003081)

Description: A web interface to the Primer3 primer design program as an enhanced
alternative for the CGlI- scripts that come with Primer3.

Abbreviations: Primer3Plus
Synonyms: Primer3Plus - pick primers from a DNA sequence

Resource Type: production service resource, data analysis service, software resource,
source code, service resource, analysis service resource

Defining Citation: PMID:17485472

Keywords: primer, dna sequence, primer design, perl, bio.tools

Funding: Howard Hughes Medical Institute ;
NHGRI R01-HG00257,
NHGRI P50-HG00098

Availability: Free, Freely available

Resource Name: Primer3Plus

Resource ID: SCR_003081

Alternate IDs: biotools:primer3plus, OMICS_ 02347
Alternate URLSs: https://bio.tools/primer3plus
Record Creation Time: 20220129T080217+0000

Record Last Update: 20260815T182225+0000
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https://pubmed.ncbi.nlm.nih.gov/17485472

Ratings and Alerts
No rating or validation information has been found for Primer3Plus.

No alerts have been found for Primer3Plus.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1860 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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communications, 17(1), 1719.
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