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Proper Citation

Nomenclature Committee of IUBMB (RRID:SCR_003024)

Resource Information

URL: https://iubmb.qmul.ac.uk/

Proper Citation: Nomenclature Committee of IUBMB (RRID:SCR_003024)

Description: Portal for Recommendations on Biochemical and Organic Nomenclature,
Symbols and Terminology. NC IUBMB,established by IUPAC-IUBMB Joint Commission,
publishes standards on biochemical nomenclature, including enzyme nomenclature, in
some cases jointly with the International Union of Pure and Applied Chemistry (IUPAC).

Abbreviations: NC-IUBMB

Synonyms: Nomenclature Committee of the International Union of Biochemistry and
Molecular Biology, IUBMB Nomenclature Committee

Resource Type: data or information resource, organization portal, portal

Keywords: Recommendations on Biochemical and Organic Nomenclature, Symbols and
Terminology, biochemical nomenclature, IUPAC-IUBMB Joint Commission,

Availability: Free, Freely available

Resource Name: Nomenclature Committee of IUBMB

Resource ID: SCR_003024

Alternate IDs: nif-0000-03054

Alternate URLs: https://iubmb.org/about/committees/biochemical-nomenclature-
committees/

Old URLs: http://www.chem.qmul.ac.uk/iubmb/

Record Creation Time: 20220129T080216+0000

Record Last Update: 20260729T044042+0000
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Ratings and Alerts

No rating or validation information has been found for Nomenclature Committee of IUBMB.

No alerts have been found for Nomenclature Committee of IUBMB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 15 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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