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Proper Citation

MITOMAP - A human mitochondrial genome database (RRID:SCR_002996)

Resource Information

URL.: http://www.mitomap.org/

Proper Citation: MITOMAP - A human mitochondrial genome database
(RRID:SCR_002996)

Description: Database of polymorphisms and mutations of the human mitochondrial
DNA. It reports published and unpublished data on human mitochondrial DNA variation.
All data is curated by hand. If you would like to submit published articles to be included in
mitomap, please send them the citation and a pdf.

Abbreviations: MITOMAP
Resource Type: database, data or information resource

Defining Citation: PMID:17178747, PMID:15608272, PMID:9399813, PMID:9016535,
PMID:8594574

Keywords: gene, genome, diabetes, disease, disease-association, high resolution
screening, human, inversion, metabolism, mitochondrial dna, mutation, phenotype,
polymorphism, polypeptide assignment, pseudogene, restriction site, rna, sequence, trna,
unpublished, variation, mitochondria, dna, insertion, deletion, FASEB list
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Availability: Except where otherwise noted, Creative Commons Attribution License, The
community can contribute to this resource

Resource Name: MITOMAP - A human mitochondrial genome database
Resource ID: SCR_002996
Alternate IDs: nif-0000-00511, OMICS 01641

License: Except where otherwise noted, Creative Commons Attribution License, The
community can contribute to this resource

Record Creation Time: 20220129T080216+0000

Record Last Update: 20260725T191126+0000

Ratings and Alerts

No rating or validation information has been found for MITOMAP - A human mitochondrial
genome database.

No alerts have been found for MITOMAP - A human mitochondrial genome database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 368 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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