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Stanley Neuropathology Consortium Integrative
Database
RRID:SCR_002749
Type: Tool

Proper Citation

Stanley Neuropathology Consortium Integrative Database (RRID:SCR_002749)

Resource Information

URL: http://sncid.stanleyresearch.org/

Proper Citation: Stanley Neuropathology Consortium Integrative Database
(RRID:SCR_002749)

Description: A database of 1749 neuropathological markers measured in 12 different
brain regions from 60 brains in the Consortium Collection from the Stanley Medical
Research Institute combined with microarray data and statistical tools. Fifteen brains each
are from patients diagnosed with schizophrenia, bipolar disorder, or major depression, and
unaffected controls. The four groups are matched by age, sex, race, postmortem interval,
pH, side of brain, and mRNA quality. A Repository of raw data is also included. Users
must register for access.

Abbreviations: SNCID

Synonyms: Stanley Neuropathology Consortium Integrative Database

Resource Type: service resource, data analysis service, database, data set, analysis
service resource, production service resource, data or information resource

Defining Citation: PMID:19829293

Keywords: schizophrenia, bipolar disorder, depressive disorder, brain, blinded study,
microarray, single-nucleotide polymorphism, mental disorder, biomarker

Related Condition: Schizophrenia, Bipolar Disorder, Depressive Disorder, Mental
disorder

Availability: Free

Resource Name: Stanley Neuropathology Consortium Integrative Database

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_002749/resolver
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_002749/resolver
http://sncid.stanleyresearch.org/
https://pubmed.ncbi.nlm.nih.gov/19829293


Resource ID: SCR_002749

Alternate IDs: nif-0000-24103

Record Creation Time: 20220129T080215+0000

Record Last Update: 20260728T043137+0000

Ratings and Alerts

No rating or validation information has been found for Stanley Neuropathology Consortium
Integrative Database.

No alerts have been found for Stanley Neuropathology Consortium Integrative Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 19 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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