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Proper Citation

TelSeq (RRID:SCR_002730)

Resource Information

URL: https://github.com/zd1/telseq

Proper Citation: TelSeq (RRID:SCR_002730)

Description: Software that measures average telomere length from whole genome or
exome shotgun sequence data.

Resource Type: software resource

Defining Citation: PMID:24609383

Keywords: c++

Availability: Free, Freely available, Available for download

Resource Name: TelSeq

Resource ID: SCR_002730

Alternate IDs: OMICS_03276

License: GNU General Public License, v3

Record Creation Time: 20220129T080215+0000

Record Last Update: 20260725T190529+0000

Ratings and Alerts

No rating or validation information has been found for TelSeq.

No alerts have been found for TelSeq.

Data and Source Information

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_002730/resolver
https://github.com/zd1/telseq
https://pubmed.ncbi.nlm.nih.gov/24609383


Source: SciCrunch Registry

Usage and Citation Metrics

We found 57 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Wen S, et al. (2025) Comparative analysis of the Mexico City Prospective Study and the
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57(3), 572.
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altering cellular longevity and replicative potential. Nature communications, 16(1), 1676.
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frozen-thawed embryo transfer. Human reproduction open, 2024(2), hoae012.

https://scicrunch.org/nidm-terms/rin/sources/SCR_005400
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_002730/resolver/mentions


Díaz-Gay M, et al. (2024) The mutagenic forces shaping the genomic landscape of lung
cancer in never smokers. medRxiv : the preprint server for health sciences.
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or elevated cancer risk by altering cellular longevity and replicative potential. medRxiv :
the preprint server for health sciences.
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Lynskey ML, et al. (2024) HIRA protects telomeres against R-loop-induced instability in
ALT cancer cells. Cell reports, 43(11), 114964.


