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Cancer Genomics Hub

RRID:SCR_002657
Type: Tool

Proper Citation

Cancer Genomics Hub (RRID:SCR_002657)

Resource Information

URL: https://cghub.ucsc.edu/

Proper Citation: Cancer Genomics Hub (RRID:SCR_002657)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on March
17, 2022. A secure repository for storing, cataloging, and accessing cancer genome
seguences, alignments, and mutation information from the Cancer Genome Atlas (TCGA)
consortium and related projects. CGHub gives scientific researchers the statistical power
of large cancer genome datasets to attack the molecular complexity of cancer.

Abbreviations: CGHub

Resource Type: service resource, data or information resource, data repository,
database, storage service resource

Defining Citation: PMID:25267794

Keywords: genome, genome sequence, alignment, mutation
Related Condition: Cancer

Availability: THIS RESOURCE IS NO LONGER IN SERVICE.
Resource Name: Cancer Genomics Hub

Resource ID: SCR_002657

Alternate IDs: r3d100011174, nix_156095

Alternate URLSs: https://doi.org/10.17616/R3F919

Record Creation Time: 20220129T080214+0000

Record Last Update: 20260729T044028+0000



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_002657/resolver
https://cghub.ucsc.edu/
https://pubmed.ncbi.nlm.nih.gov/25267794

Ratings and Alerts
No rating or validation information has been found for Cancer Genomics Hub.

No alerts have been found for Cancer Genomics Hub.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 176 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Silva-Fisher JM, et al. (2020) Long non-coding RNA RAMS11 promotes metastatic
colorectal cancer progression. Nature communications, 11(1), 2156.
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