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Proper Citation

Genevestigator (RRID:SCR_002358)

Resource Information

URL: https://www.genevestigator.com/gv/

Proper Citation: Genevestigator (RRID:SCR_002358)

Description: A high performance search engine for gene expression that integrates
thousands of manually curated public microarray and RNAseq experiments and nicely
visualizes gene expression across different biological contexts (diseases, drugs, tissues,
cancers, genotypes, etc.). There are two basic analysis approaches: # for a gene of
interest, identify which conditions affect its expression. # for condition(s) of interest,
identify which genes are specifically expressed in this/these conditions. Genevestigator
builds on the deep integration of data, both at the level of data normalization and on the
level of sample annotations. This deep integration allows scientists to ask new types of
questions that cannot be addressed using conventional tools.

Abbreviations: Genevestigator

Resource Type: service resource, data analysis service, database, commercial
organization, analysis service resource, production service resource, data or information
resource

Keywords: gene, genetic, animal, development, disease, meta-analysis, regulation,
stage, microarray, rnaseq, visualization, gene expression, disease, drug, tissue, cancer,
genotype, pharma, biomedical, conditions, genotype, anatomy, neoplasm, chemical,
hormone, infection, model organism, organ, cell type, cell line, target, biomarker, similarity,
FASEB list

Availability: 4 products:, Free, Free for academic use, Account required, Paid
subscription, Local installation

Resource Name: Genevestigator

Resource ID: SCR_002358

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_002358/resolver
https://www.genevestigator.com/gv/


Alternate IDs: nif-0000-21172, OMICS_00763

Record Creation Time: 20220129T080213+0000

Record Last Update: 20260728T043127+0000

Ratings and Alerts

No rating or validation information has been found for Genevestigator.

No alerts have been found for Genevestigator.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 396 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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