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International Gene Trap Consortium

RRID:SCR_002305
Type: Tool

Proper Citation

International Gene Trap Consortium (RRID:SCR_002305)

Resource Information

URL.: http://www.genetrap.org/

Proper Citation: International Gene Trap Consortium (RRID:SCR_002305)

Description: Consortium represents all publicly available gene trap cell lines, which are
available on non-collaborative basis for nominal handling fees. Researchers can search
and browse IGTC database for cell lines of interest using accession numbers or IDs,
keywords, sequence data, tissue expression profiles and biological pathways, can find
trapped genes of interest on IGTC website, and order cell lines for generation of mutant
mice through blastocyst injection. Consortium members include: BayGenomics (USA),
Centre for Modelling Human Disease (Toronto, Canada), Embryonic Stem Cell Database
(University of Manitoba, Canada), Exchangeable Gene Trap Clones (Kumamoto
University, Japan), German Gene Trap Consortium provider (Germany), Sanger Institute
Gene Trap Resource (Cambridge, UK), Soriano Lab Gene Trap Resource (Mount Sinai
School of Medicine, New York, USA), Texas Institute for Genomic Medicine - TIGM (USA),
TIGEM-IRBM Gene Trap (Naples, Italy).

Abbreviations: IGTC
Synonyms: International Gene Trap Consortium
Resource Type: cell repository, biomaterial supply resource, material resource

Defining Citation: PMID:16381950

Keywords: embryo, embryonic, gene, genome, allele, analysis, assay, bioinformatics,
blastocyst, cell, colony, consortium, genotyping, hybridization, in situ, international,
knockout, murine, mutant, mutation, probe, gpcr, researcher, scientist, sequence, stem
cell, tagging, trap, vector, cell line, embryonic stem cell line, FASEB list
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Resource Name: International Gene Trap Consortium
Resource ID: SCR_002305

Alternate IDs: nif-0000-00036

Alternate URLSs: https://igtc.org/
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Ratings and Alerts

No rating or validation information has been found for International Gene Trap
Consortium.

No alerts have been found for International Gene Trap Consortium.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 43 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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