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Type: Tool

Proper Citation

DAVID (RRID:SCR_001881)

Resource Information

URL: https://david.ncifcrf.gov/

Proper Citation: DAVID (RRID:SCR_001881)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on
September 16,2025. Bioinformatics resource system including web server and web
service for functional annotation and enrichment analyses of gene lists. Consists of
comprehensive knowledgebase and set of functional analysis tools. Includes gene
centered database integrating heterogeneous gene annotation resources to facilitate high
throughput gene functional analysis.

Abbreviations: DAVID

Synonyms: DAVID Bioinformatics Resources, Visualization and Integrated Discovery
Bioinformatics Resources, Database for Annotation Visualization and Integrated
Discovery, The Database for Annotation, The Database for Annotation Visualization and
Integrated Discovery Bioinformatics Resources

Resource Type: database, web service, software resource, data access protocol, data or
information resource

Defining Citation: PMID:19131956, PMID:12734009, PMID:35325185, PMID:22543366,
PMID:17980028, PMID:17576678

Keywords: functional domain, annotation, motif, protein, ontology enrichment, gene, high-
throughput, functional classification, functional annotation, clustering, genome, pathway,
gene-disease association, interaction, functional domain, motif, visualization, FASEB list

Funding: NIAID NO1-CO-56000;
NCI

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
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https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_001881/resolver
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Resource Name: DAVID

Resource ID: SCR_001881

Alternate IDs: nif-0000-30408, nif-0000-10451, OMICS_02220, SCR_003033

Old URLs: http://david.abcc.ncifcrf.gov/

Record Creation Time: 20220129T080210+0000

Record Last Update: 20260728T043122+0000

Ratings and Alerts

No rating or validation information has been found for DAVID.

No alerts have been found for DAVID.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 18488 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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e0234125.

Lin JH, et al. (2026) YAP/TEAD-activated TAG synthesis and peroxidation in lipid droplets
confer ROS resistance in cancer stem cells. Redox biology, 89, 103968.

Arcego DM, et al. (2026) Sex-specific interaction effects of Syntaxin 1A coexpression
network and childhood trauma on adult depressive symptoms. EBioMedicine, 123,
106062.

Bangru S, et al. (2025) ESRP2-microRNA-122 axis promotes the postnatal onset of liver
polyploidization and maturation. Genes & development, 39(5-6), 325.

Sheth AS, et al. (2025) PLK1 Inhibition Induces Synthetic Lethality in Fanconi Anemia
Pathway-Deficient Acute Myeloid Leukemia. Cancer research communications, 5(4), 648.
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related neurons in mice and human organoids and leads to adult obesity in mice. Cell
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mediated regulation of Aqp2 gene transcription. bioRxiv : the preprint server for biology.
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derived ??-ketoisovaleric acid metabolism and hepatic PI3K/Akt signaling. iScience, 28(5),
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Singh P, et al. (2025) Alternative mRNA splicing in anthracycline-induced cardiomyopathy
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model. Biomedicine & pharmacotherapy = Biomedecine & pharmacotherapie, 193,
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in human thigh and calf muscles at baseline and after six days of disuse. Biochimica et
biophysica acta. Gene regulatory mechanisms, 1868(2), 195086.
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Chukkapalli S, et al. (2025) POLQ mediated end-joining promotes DNA damage tolerance
in neuroblastoma. Translational oncology, 58, 102433.
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pre-mRNA 3' end processing factors. Molecular cell, 85(11), 2147.


