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Proper Citation

Duke University Medical Center: Duke Image Analysis Laboratory (RRID:SCR_001716)

Resource Information

URL: http://dial.mc.duke.edu/

Proper Citation: Duke University Medical Center: Duke Image Analysis Laboratory
(RRID:SCR_001716)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on
September 23,2022. The Duke Image Analysis Laboratory (DIAL) is committed to
providing comprehensive imaging support in research studies and clinical trials to various
agencies. The capabilities of the lab include protocol development, site training and
certification, and image archival and analysis for a variety of modalities including magnetic
resonance imaging, magnetic resonance spectroscopy, computed tomography and
nuclear medicine. DIAL uses the latest technologies to analyze Magnetic Resonance
Imaging (MRI) data sets of the brain. Currently the lab is engaged in measurement of the
hippocampus, amygdala, caudate, ventricular system, and other brain regional volumes.
Each of these techniques have undergone a rigorous validation process. The
measurements of brain structures provide a useful means of non-invasively testing for
changes in the brain of the patient. Changes over time in the brain can be detected, and
evaluated with respect to the treatment that the patient is receiving. Magnetic Resonance
Spectroscopy (MRS) allows DIAL to obtain an accurate profile of the chemical content of
the brain. This sensitive technique can detect small changes in the metabolic state of the
brain; changes that vary in response to administration of therapeutic agents. The ability to
detect these subtle shifts in brain chemistry allows DIAL to identify changes in the brain
with more sensitivity than allowed by image analysis. In this respect, NMR spectroscopy
can provide early detection of changes in the brain, and serves to compliment the data
obtained from image analysis. Additionally, DIAL also contains SQUID (Scalable Query
Utility and Image Database). It is an image management system developed to facilitate
image management in research and clinical trials: SQUID offers secure, redundant image
storage and organizational functions for sorting and searching digital images for a variety
of modalities including MRI, MRS, CAT Scan, X-Ray and Nuclear Medicine. SQUID can
access images directly from DUMC scanners. Data can also be loaded via DICOM CDs,
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THIS RESOURCE IS NO LONGER IN SERVICE. Documented on September 16,2025.

Synonyms: DMC DIAL

Resource Type: database, data or information resource, topical portal, portal

Keywords: academic, amygdala, analysis, biotechnology, brain, cat scan, caudate,
chemical, clinical, computed, development, digital, hippocampus, imaging, lab, laboratory,
magnetic resonance imaging, magnetic resonance spectroscopy, medical, medicine,
metabolic, mri, mrs, nmr, nuclear, nuclear medicine, pharmaceutical, research,
spectroscopy, structure, technology, therapeutic, tomography, treatment, trial, ventricular,
ventricular system, volume, x-ray, FASEB list

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Duke University Medical Center: Duke Image Analysis Laboratory

Resource ID: SCR_001716

Alternate IDs: nif-0000-10213

Record Creation Time: 20220129T080209+0000

Record Last Update: 20260729T044015+0000

Ratings and Alerts

No rating or validation information has been found for Duke University Medical Center:
Duke Image Analysis Laboratory.

No alerts have been found for Duke University Medical Center: Duke Image Analysis
Laboratory.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 33 mentions in open access literature.
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