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Resource Information

URL: https://bioconductor.org/packages//2.11/bioc/html/bridge.html

Proper Citation: bridge (RRID:SCR_001343)

Description: Software package to test for differentially expressed genes with microarray
data. It can be used with both cDNA microarrays or Affymetrix chip. The packge fits a
robust Bayesian hierarchical model for testing for differential expression. Outliers are
modeled explicitly using a $t$-distribution. The model includes an exchangeable prior for
the variances which allow different variances for the genes but still shrink extreme
empirical variances. The model can be used for testing for differentially expressed genes
among multiple samples, and can distinguish between the different possible patterns of
differential expression when there are three or more samples. Parameter estimation is
carried out using a novel version of Markov Chain Monte Carlo that is appropriate when
the model puts mass on subspaces of the full parameter space.

Abbreviations: bridge

Synonyms: Bayesian Robust Inference for Differential Gene Expression

Resource Type: software resource

Defining Citation: PMID:16542223

Keywords: cdna microarray, affymetrix chip, differential expression, microarray, bio.tools

Availability: Free, Available for download, Freely available

Resource Name: bridge

Resource ID: SCR_001343

Alternate IDs: OMICS_01996, biotools:bridge

Alternate URLs: http://www.bioconductor.org/packages/release/bioc/html/bridge.html

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_001343/resolver
https://bioconductor.org/packages//2.11/bioc/html/bridge.html
https://pubmed.ncbi.nlm.nih.gov/16542223


License: GNU General Public License, v2 or newer

Record Creation Time: 20220129T080207+0000

Record Last Update: 20260725T190503+0000

Ratings and Alerts

No rating or validation information has been found for bridge.

No alerts have been found for bridge.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 156 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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