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Proper Citation

oneChannelGUI (RRID:SCR_001325)

Resource Information

URL.: https://www.bioconductor.org/packages//2.10/bioc/html/oneChannelGUI.html

Proper Citation: oneChannelGUI (RRID:SCR_001325)

Description: Software library that provides a graphical interface for microarray gene and
exon level analysis as well as miRNA/mRNA-seq data analysis. The package was
developed to simplify the use of Bioconductor tools for beginners having limited or no
experience in writing R code.

Abbreviations: oneChannelGUI
Resource Type: software resource

Defining Citation: PMID:17875544

Keywords: differential expression, gui, microarray, multiple comparison, preprocessing,
quality control, rna-seq, exon, bio.tools

Availability: Free, Available for download, Freely available
Resource Name: oneChannelGUI

Resource ID: SCR_001325

Alternate IDs: biotools:onechannelgu, OMICS_ 02004

Alternate URLSs:
http://www.bioconductor.org/packages/release/bioc/html/oneChannelGUI.html

License: Artistic License, v3
Record Creation Time: 20220129T080206+0000

Record Last Update: 20260725T190501+0000
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Ratings and Alerts
No rating or validation information has been found for oneChannelGUI.

No alerts have been found for oneChannelGUI.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 13 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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