
Resource Summary Report

Generated by nidm-terms on Jul 29, 2026

CGH-Explorer
RRID:SCR_001283
Type: Tool

Proper Citation

CGH-Explorer (RRID:SCR_001283)

Resource Information

URL: http://heim.ifi.uio.no/bioinf/Projects/CGHExplorer/

Proper Citation: CGH-Explorer (RRID:SCR_001283)

Description: Software program for visualization and statistical analysis of microarray-
based comparative genomic hybridization (array-CGH) data. The program has
preprocessing facilities, tools for graphical exploration of individual arrays or groups of
arrays, and tools for statistical identification of regions of amplification and deletion.

Abbreviations: CGH-Explorer

Resource Type: software resource

Defining Citation: PMID:15531610

Keywords: microarray, comparative genomic hybridization, visualization, statistics, java,
windows

Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: CGH-Explorer

Resource ID: SCR_001283

Alternate IDs: OMICS_02054

Record Creation Time: 20220129T080206+0000

Record Last Update: 20260725T190459+0000

Ratings and Alerts

No rating or validation information has been found for CGH-Explorer.

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_001283/resolver
http://heim.ifi.uio.no/bioinf/Projects/CGHExplorer/
https://pubmed.ncbi.nlm.nih.gov/15531610


No alerts have been found for CGH-Explorer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 15 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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