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RettBASE: IRSF MECP2 Variation Database

RRID:SCR_001066
Type: Tool

Proper Citation

RettBASE: IRSF MECP2 Variation Database (RRID:SCR_001066)

Resource Information

URL: http://mecp2.chw.edu.au/

Proper Citation: RettBASE: IRSF MECP2 Variation Database (RRID:SCR_001066)

Description: Database constructed by merging mutation and polymorphism data from the
published literature pertaining to Rett syndrome and related clinical disorders, and by
incorporating unpublished mutation and polymorphism data that have been submitted
directly. RettBase is updated on a very frequent basis manually by curators to ensure the
validity of the data submitted., THIS RESOURCE IS NO LONGER IN SERVICE.
Documented on September 16,2025.

Synonyms: RettBase
Resource Type: database, data or information resource

Defining Citation: PMID:28544139

Keywords: genetics; metadata, polymorphism

Related Condition: Rett Syndrome

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: RettBASE: IRSF MECP2 Variation Database
Resource ID: SCR_001066

Alternate IDs: nif-0000-00156

Record Creation Time: 20220129T080205+0000

Record Last Update: 20260725T191118+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/SCR_001066/resolver
http://mecp2.chw.edu.au/
https://pubmed.ncbi.nlm.nih.gov/28544139

No rating or validation information has been found for RettBASE: IRSF MECP2 Variation
Database.

No alerts have been found for RettBASE: IRSF MECP2 Variation Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 14 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Viana MC, et al. (2015) MECP2, a gene associated with Rett syndrome in humans, shows
conserved coding regions, independent Alu insertions, and a novel transcript across
primate evolution. BMC genetics, 16, 77.

Bellini E, et al. (2014) MeCP2 post-translational modifications: a mechanism to control its
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236.
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Ravn K, et al. (2011) Two new Rett syndrome families and review of the literature:
expanding the knowledge of MECP2 frameshift mutations. Orphanet journal of rare
diseases, 6, 58.

Fendri-Kriaa N, et al. (2011) A case of a Tunisian Rett patient with a novel double-
mutation of the MECP2 gene. Biochemical and biophysical research communications,
409(2), 270.

Ho KL, et al. (2008) MeCP2 binding to DNA depends upon hydration at methyl-CpG.
Molecular cell, 29(4), 525.

Young Jl, et al. (2004) X-chromosome inactivation patterns are unbalanced and affect the
phenotypic outcome in a mouse model of rett syndrome. American journal of human
genetics, 74(3), 511.




