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Proper Citation

R2 Genomics Analysis and Visualization Platform (RRID:SCR_025770)

Resource Information

URL: https://r2.amc.nl

Proper Citation: R2 Genomics Analysis and Visualization Platform (RRID:SCR_025770)

Description: Platform for genomic analysis. Open access online genomics datascience
and discovery platform designed to assist the bio-medical researchers with limited to no
Bioinformatics skills to perform data mining tasks in the omics field.

Resource Type: topical portal, portal, data or information resource

Keywords: genomic analysis, genomics datascience, discovery platform, perform data
mining tasks, omics

Availability: Free, Freely available

Resource Name: R2 Genomics Analysis and Visualization Platform

Resource ID: SCR_025770

Alternate URLs: https://hgserver1.amc.nl, https://r2platform.com

Record Creation Time: 20240921T053245+0000

Record Last Update: 20260727T040839+0000

Ratings and Alerts

No rating or validation information has been found for R2 Genomics Analysis and
Visualization Platform.

No alerts have been found for R2 Genomics Analysis and Visualization Platform.

Data and Source Information

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_025770/resolver
https://r2.amc.nl


Source: SciCrunch Registry

Usage and Citation Metrics

We found 1356 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Karapouliou C, et al. (2025) HMMR has oncoprotein-like properties in neuroblastoma cells
and high HMMR expression has independent prognostic potential in neuroblastomas.
Scientific reports, 15(1), 40434.

Koppenhafer SL, et al. (2025) Histone Deacetylase Inhibitors Target DNA Replication
Regulators and Replication Stress in Ewing Sarcoma Cells. Cancer research
communications, 5(6), 1034.
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Outcomes in Pancreatic Cancer. International journal of molecular sciences, 26(11).
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tumors. Scientific reports, 15(1), 44427.
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via ER stress and cell cycle arrest. EMBO molecular medicine, 17(12), 3586.
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Xu M, et al. (2025) Diminished MYCN Dosage Endows Cavitary Transformation in
Retinoblastoma. Ophthalmology science, 5(5), 100820.

Chicón-Bosch M, et al. (2025) Multi-omics profiling reveals key factors involved in Ewing
sarcoma metastasis. Molecular oncology, 19(4), 1002.

Baglamis S, et al. (2025) Clonal dispersal is associated with tumor heterogeneity and poor
prognosis in colorectal cancer. iScience, 28(5), 112403.

Veo B, et al. (2025) Single-cell multi-omics identifies metabolism-linked epigenetic
reprogramming as a driver of therapy-resistant medulloblastoma. Nature communications,
16(1), 10470.

Zhang Y, et al. (2025) The prognosis value of geriatric nutritional risk index and associated
genes in elderly patients with locally advanced rectal cancer following neoadjuvant
chemoradiotherapy. Nutrition journal, 24(1), 191.

Molloy JW, et al. (2025) Fuelling Neuroblastoma: Genomic Analysis of Ketolytic and
Glycolytic Gene Expression in Relation to MYCN Oncogene Amplification, Stage and
Prognosis. Cancer reports (Hoboken, N.J.), 8(12), e70429.

Dehmer M, et al. (2025) The USP11/TCEAL1 complex promotes transcription elongation
to sustain oncogenic gene expression in neuroblastoma. Genes & development, 39(11-
12), 751.


