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Proper Citation

hTFtarget (RRID:SCR_025626)

Resource Information

URL: https://appyters.maayanlab.cloud/#/hTFtarget Harmonizome ETL

Proper Citation: hTFtarget (RRID:SCR_025626)

Description: Comprehensive database for regulations of Human Transcription Factors
and their targets. Provides tools for visualization, interpretation, and analysis of pathway
knowledge.

Resource Type: database, data or information resource, software resource, source code

Defining Citation: PMID:32858223

Keywords: Human transcription factor database, human transcription factor, pathway
knowledge,

Funding: National Natural Science Foundation of China ;
National Key R&D Program of China ;
China Postdoctoral Science Foundation

Availability: Free, Freely available

Resource Name: hTFtarget

Resource ID: SCR_025626

Alternate URLSs: http://bioinfo.life.hust.edu.cn/hTFtarget
Record Creation Time: 20240816T053257+0000

Record Last Update: 20260808T190722+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_025626/resolver
https://appyters.maayanlab.cloud/#/hTFtarget_Harmonizome_ETL
https://pubmed.ncbi.nlm.nih.gov/32858223

No rating or validation information has been found for hTFtarget.

No alerts have been found for hTFtarget.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 93 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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