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Van Andel Institute Mass Spectrometry Core Facility

RRID:SCR_024903
Type: Tool

Proper Citation

Van Andel Institute Mass Spectrometry Core Facility (RRID:SCR_024903)

Resource Information

URL.: https://massspec.vai.org/

Proper Citation: Van Andel Institute Mass Spectrometry Core Facility
(RRID:SCR_024903)

Description: Core is committed to developing scientific partnerships with research labs to
develop and deploy LC/MS and GC/MS methods specifically tailored to meet the needs of
every project. Provides suite of technologies, experimental design support and staff
expertise to deliver metabolomics, lipidomics, and proteomics capabilities to VARI
scientists and collaborators. Analytical capabilities are combined with custom informatics
and statistics solutions.Specific capabilities include: Metabolomics and Lipidomics liquid
chromatography mass spectrometry (LC/MS) systems (Thermo Orbitrap ID-X, Thermo
Orbitrap Exploris 240, and Agilent 6470 QQQ) and gas chromatography (GC)/MS systems
(Agilent 5977b (2), Thermo 7610 ISQ) dedicated to small molecule analysis;Proteomics
nano LC/MS systems (Orbitrap Eclipse and Orbitrap Exploris 480) for protein analysis;
Bioinformatics for developing and maintaining informatics pipelines for mass spectrometry
data analysis and visualization.Major equipment in the facility includes Thermo Scientific
Orbitrap ID-X LC/MS,Thermo Scientific Orbitrap Exploris 240 LC/MS,Thermo Scientific
Orbitrap Eclipse nanoLC/MS,Thermo Scientific Orbitrap Exploris 4800 LC/MS,Agilent
6470 Triple Quadrupole LC/MS ,Agilent Infinity 129011 UPLC,Agilent 5977B
GC/MS,Thermo Scientific ISQ7610 EI/Cl enabled GC/M.

Synonyms: , Van Andel Institute Mass Spectrometry Core, VAI Mass Spectrometry Core,
Mass Spectrometry Core, VAI Mass Spectrometry Core (MSC)

Resource Type: access service resource, service resource, core facility
Keywords: ABRF, mass spectrometry, metabolomics, lipidomics, proteomics, services,
Resource Name: Van Andel Institute Mass Spectrometry Core Facility

Resource ID: SCR_024903
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Ratings and Alerts

No rating or validation information has been found for Van Andel Institute Mass
Spectrometry Core Facility.

No alerts have been found for Van Andel Institute Mass Spectrometry Core Facility.

Data and Source Information

Source: SciCrunch Registry
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