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HDOCK server

RRID:SCR_024799
Type: Tool

Proper Citation

HDOCK server (RRID:SCR_024799)

Resource Information

URL.: http://hdock.phys.hust.edu.cn/

Proper Citation: HDOCK server (RRID:SCR_024799)

Description: Web server for protein-protein and protein-DNA/RNA docking based on
hybrid strategy. With input information for receptor and ligand molecules either amino acid
seqguences or Protein Data Bank structures, the server automatically predicts their
interaction through hybrid algorithm of template-based and template-free docking.

Synonyms: HDOCK
Resource Type: software resource, data access protocol, web service

Defining Citation: PMID:28521030, PMID:32269383

Keywords: Web server, protein-protein docking, protein-DNA/RNA docking, amino acid
sequences, Protein Data Bank structures, receptor and ligand molecules input information,
interaction prediction,

Funding: National Natural Science Foundation of China ;
Huazhong University of Science and Technology ;
National Key Research and Development Program of China

Availability: Free, Freely available

Resource Name: HDOCK server

Resource ID: SCR_024799

Record Creation Time: 20231220T050231+0000

Record Last Update: 20260808T190703+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_024799/resolver
http://hdock.phys.hust.edu.cn/
https://pubmed.ncbi.nlm.nih.gov/28521030
https://pubmed.ncbi.nlm.nih.gov/32269383

No rating or validation information has been found for HDOCK server.

No alerts have been found for HDOCK server.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 566 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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