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Mutation Assessor

RRID:SCR_024502
Type: Tool

Proper Citation

Mutation Assessor (RRID:SCR_024502)

Resource Information

URL.: http://mutationassessor.org/r3/

Proper Citation: Mutation Assessor (RRID:SCR_024502)

Description: Web server predicts functional impact of amino-acid substitutions in
proteins, such as mutations discovered in cancer or missense polymorphisms. Functional
impact is assessed based on evolutionary conservation of affected amino acid in protein
homologs., THIS RESOURCE IS NO LONGER IN SERVICE. Documented on September
16,2025.

Resource Type: web application, software resource

Keywords: functional impact of amino-acid substitutions in proteins prediction,
Availability: THIS RESOURCE IS NO LONGER IN SERVICE

Resource Name: Mutation Assessor

Resource ID: SCR_024502

Record Creation Time: 20231002T161336+0000

Record Last Update: 20260728T043709+0000

Ratings and Alerts
No rating or validation information has been found for Mutation Assessor.

No alerts have been found for Mutation Assessor.

Data and Source Information

Source: SciCrunch Registry



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_024502/resolver
http://mutationassessor.org/r3/
https://scicrunch.org/nidm-terms/rin/sources/SCR_005400

Usage and Citation Metrics
We found 493 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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