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TIGER Data Portal

RRID:SCR_023626
Type: Tool

Proper Citation

TIGER Data Portal (RRID:SCR_023626)

Resource Information

URL: http://tiger.bsc.es

Proper Citation: TIGER Data Portal (RRID:SCR_023626)

Description: Resource enables integrative exploration of genetic and epigenetic basis of
development of Type 2 Diabetes, together with other associated functional, molecular and
clinical data, centered in biology and role of pancreatic beta cells.The gene expression
regulatory variation landscape of human pancreatic islets.

Synonyms: Translational Human Pancreatic Islet Genotype Tissue-Expression Resource
Resource Type: disease-related portal, data or information resource, topical portal, portal

Defining Citation: PMID:34644572

Keywords: Type 2 Diabetes, genetic and epigenetic, functional data, molecular data,
clinical data, pancreatic beta cells.

Related Condition: Type 2 Diabetes

Funding: European Union Horizon 2020 ;

Spanish government ;

Swiss State Secretariat for Education??? Research and Innovation ;
American Diabetes Association Innovative and Clinical Translational Award ;
Research England ;

Wellcome Trust ;

NIDDK U01 DK105535;

NIDDK U01 DK085545

Resource Name: TIGER Data Portal
Resource ID: SCR_023626

Record Creation Time: 20230527T050216+0000
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Record Last Update: 20260729T044558+0000

Ratings and Alerts

No rating or validation information has been found for TIGER Data Portal.

No alerts have been found for TIGER Data Portal.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 18 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Huerta-Chagoya A, et al. (2024) Rare variant analyses in 51,256 type 2 diabetes cases
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