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Proper Citation

ICGC Data Portal (RRID:SCR_021722)

Resource Information

URL: https://dcc.icgc.org/

Proper Citation: ICGC Data Portal (RRID:SCR_021722)

Description: Portal provides tools for visualizing, querying, and downloading cancer data,
which is released on quarterly schedule.

Synonyms: International Cancer Genome Consortium Data Portal

Resource Type: service resource, disease-related portal, data or information resource,
data repository, storage service resource, topical portal, portal

Keywords: Cancer data, visualizing cancer data, querying cancer data, downloading
cancer data, cancer

Related Condition: Cancer

Availability: Restricted

Resource Name: ICGC Data Portal

Resource ID: SCR_021722

Record Creation Time: 20220129T080357+0000

Record Last Update: 20260729T044531+0000

Ratings and Alerts

No rating or validation information has been found for ICGC Data Portal.

No alerts have been found for ICGC Data Portal.

Data and Source Information

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_021722/resolver
https://dcc.icgc.org/


Source: SciCrunch Registry

Usage and Citation Metrics

We found 547 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Liu S, et al. (2025) Integrative analysis of senescence-related genes identifies robust
prognostic clusters with distinct features in hepatocellular carcinoma. Journal of advanced
research, 69, 107.
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reports, 15(1), 1691.
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https://scicrunch.org/nidm-terms/rin/sources/SCR_005400
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_021722/resolver/mentions


15(1), 11683.
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Molecular oncology, 19(9), 2700.
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16(1), 367.
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immunotherapy response in hepatocellular carcinoma. Scientific reports, 15(1), 25435.
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