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Dartmouth Genomics and Molecular Biology Shared
Resource (GMBSR)
RRID:SCR_021293
Type: Tool

Proper Citation

Dartmouth Genomics and Molecular Biology Shared Resource (GMBSR)
(RRID:SCR_021293)

Resource Information

URL: https://cancer.dartmouth.edu/scientists-researchers/molecular-biology-resource

Proper Citation: Dartmouth Genomics and Molecular Biology Shared Resource
(GMBSR) (RRID:SCR_021293)

Description: Genomics Section provides services and instrumentation that enable
DNA/RNA extraction and quality control, next-generation Illumina and Nanopore
sequencing, epigenetic profiling, and microarray analysis on a whole-genome scale, from
the level organisms to single cells. Molecular Biology Section provides DNA fragment
analysis qPCR, Sanger sequencing and NanoString Technology.

Synonyms: Molecular Biology Resource, Molecular Biology Shared Resource

Resource Type: access service resource, service resource, core facility

Keywords: USEDit, ABRF, DNA fragment analysis qPCR, Sanger sequencing,
NanoString Technology,

Funding: NCI 5P30CA023108;
NIGMS P20GM130454;
NIH Office of the Director 1S10OD030242;
NIH Office of the Director S10OD025235

Resource Name: Dartmouth Genomics and Molecular Biology Shared Resource
(GMBSR)

Resource ID: SCR_021293

Alternate IDs: ABRF_995

Alternate URLs: https://coremarketplace.org/?FacilityID=995
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Record Creation Time: 20220129T080354+0000

Record Last Update: 20260729T044505+0000

Ratings and Alerts

No rating or validation information has been found for Dartmouth Genomics and Molecular
Biology Shared Resource (GMBSR).

No alerts have been found for Dartmouth Genomics and Molecular Biology Shared
Resource (GMBSR).

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 37 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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