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Type: Tool

Proper Citation

Penn State College of Medicine Genome Sciences Core Facility (RRID:SCR_021123)

Resource Information

URL: https://research.med.psu.edu/core-facilities/genome-sciences/

Proper Citation: Penn State College of Medicine Genome Sciences Core Facility
(RRID:SCR_021123)

Description: Provides consultation, instrumentation and services in genomic, epigenomic
and transcriptomic studies, analysis of candidate SNPs and mRNAs to whole genome,
exome, epigenome and transcriptome sequencing. Services are also available for variety
of study designs extending from few laboratory samples to large clinical projects involving
hundreds or thousands of samples.Bioinformatics service is available for data
analysis.Facility receives either tissue, DNA/RNA or customer generated NGS libraries.
Samples are processed based on agreement reached during consultations on design of
experiment.

Synonyms: Genome Sciences and Bioinformatics Facility, Pennsylvania State University
Genome Sciences and Bioinformatics Facility

Resource Type: access service resource, service resource, core facility

Keywords: genomic, epigenomic, transcriptomic, consultation, instrumentation, services,
iLab, ABRF, ABRF

Availability: open

Resource Name: Penn State College of Medicine Genome Sciences Core Facility
Resource ID: SCR_021123

Alternate IDs: ABRF 1162

Alternate URLSs: https://coremarketplace.org/?FacilitylD=1162
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Record Creation Time: 20220129T080353+0000

Record Last Update: 20260729T044502+0000

Ratings and Alerts

No rating or validation information has been found for Penn State College of Medicine
Genome Sciences Core Facility.

No alerts have been found for Penn State College of Medicine Genome Sciences Core
Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 47 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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