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Agilent: Oligo Pro Il System

RRID:SCR_019529
Type: Tool

Proper Citation

Agilent: Oligo Pro Il System (RRID:SCR_019529)

Resource Information

URL.: https://www.agilent.com/en/product/automated-electrophoresis/oligo-pro-ii-
systems/oligo-pro-ii-system-365769

Proper Citation: Agilent: Oligo Pro Il System (RRID:SCR_019529)

Description: Oligo Pro Il System delivers accurate purity assessments of ssDNA and
ssSRNA oligonucleotides without use of dyes.

Resource Type: instrument resource
Keywords: Agilent, Oligo Pro Il System, Instrument Equipment, USEDit,
Availability: Commercially available

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/main/PDF/SCR_019529.pdf

Resource Name: Agilent: Oligo Pro Il System
Resource ID: SCR_019529

Alternate IDs: Model_Number_Oligo_Pro_lI
Record Creation Time: 20220129T080345+0000

Record Last Update: 20260725T190910+0000

Ratings and Alerts
No rating or validation information has been found for Agilent: Oligo Pro Il System.

No alerts have been found for Agilent: Oligo Pro Il System.
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