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Proper Citation

TargetP (RRID:SCR_019022)

Resource Information

URL: http://www.cbs.dtu.dk/services/TargetP/

Proper Citation: TargetP (RRID:SCR_019022)

Description: Web server predicts presence of N-terminal presequences: signal peptide
(SP), mitochondrial transit peptide (mTP), chloroplast transit peptide (cTP) or thylakoid
luminal transit peptide (luTP). Predicts potential cleavage site for sequences predicted to
contain N-terminal presequence.

Synonyms: TargetP-2.0 Server

Resource Type: service resource, data access protocol, software resource, production
service resource, web service, analysis service resource

Keywords: N-terminal sequence prediction, presequence, signal peptide, mitochondrial
transit peptide,

Availability: Free, Freely available

Resource Name: TargetP

Resource ID: SCR_019022

Record Creation Time: 20220129T080343+0000

Record Last Update: 20260729T044449+0000

Ratings and Alerts

No rating or validation information has been found for TargetP.

No alerts have been found for TargetP.

Data and Source Information

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_019022/resolver
http://www.cbs.dtu.dk/services/TargetP/


Source: SciCrunch Registry

Usage and Citation Metrics

We found 208 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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1526815.

Asadi S, et al. (2025) Exploring effector candidates in Rhynchosporium commune: insights
into their expression dynamics during barley infection. Scientific reports, 15(1), 17667.

Liu X, et al. (2025) A Dual-localized Fructose Bisphosphate Aldolase is Essential for
Chloroplast Development and Carbon Metabolism in Rice. Rice (New York, N.Y.), 18(1),
28.

Kumar V, et al. (2025) Deciphering the role of monoacylglycerol lipases (MAGL) under
abiotic stress and lipid metabolism in soybean (Glycine max L.). Plant biotechnology
journal, 23(10), 4318.

Terpis KX, et al. (2025) Multiple plastid losses within photosynthetic stramenopiles
revealed by comprehensive phylogenomics. Current biology : CB, 35(3), 483.

Pan C, et al. (2024) Proteomic Analysis of Salivary Secretions from the Tea Green
Leafhopper, Empoasca flavescens Fabrecius. Insects, 15(4).

https://scicrunch.org/nidm-terms/rin/sources/SCR_005400
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_019022/resolver/mentions


Park S, et al. (2024) Dynamic changes in the plastid and mitochondrial genomes of the
angiosperm Corydalis pauciovulata (Papaveraceae). BMC plant biology, 24(1), 303.

Shrivastava D, et al. (2024) ATM1, an essential conserved transporter in Apicomplexa,
bridges mitochondrial and cytosolic [Fe-S] biogenesis. PLoS pathogens, 20(9), e1012593.
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