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CRISPR-ERA

RRID:SCR_018710
Type: Tool

Proper Citation

CRISPR-ERA (RRID:SCR_018710)

Resource Information

URL: http://crispr-era.stanford.edu/index.jsp

Proper Citation: CRISPR-ERA (RRID:SCR_018710)

Description: Software comprehensive design tool for CRISPR mediated gene editing,
repression and activation. Fast and comprehensive guide RNA design tool for genome
editing, repression and activation. Used for automated genome wide sgRNA design.

Synonyms: CRISP-Editing, Repression and Activation
Resource Type: web service, service resource, data access protocol, software resource

Defining Citation: PMID:26209430

Keywords: Design tool, CRISPR mediated gene editing, gene repression, gene
activation, guide RNA design, genome, automated genome, sgRNA design, bio.tools

Funding: NIH Office of The Director ;
NIDCR ;

NSFC ;

FANEDD ;

NIH Office of the Director OD017887;
NIDA R0O1 DA036858

Availability: Free, Freely available
Resource Name: CRISPR-ERA
Resource ID: SCR_018710
Alternate IDs: biotools:CRISPR-ERA

Alternate URLSs: https://bio.tools/CRISPR-ERA
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Record Creation Time: 20220129T080341+0000

Record Last Update: 20260728T043553+0000

Ratings and Alerts
No rating or validation information has been found for CRISPR-ERA.

No alerts have been found for CRISPR-ERA.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 10 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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