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Loupe Browser
RRID:SCR_018555
Type: Tool

Proper Citation

Loupe Browser (RRID:SCR_018555)

Resource Information

URL: https://support.10xgenomics.com/single-cell-gene-
expression/software/visualization/latest/what-is-loupe-cell-browser

Proper Citation: Loupe Browser (RRID:SCR_018555)

Description: Desktop application that provides interactive visualization functionality to
analyze data from different 10x Genomics solutions. Used to interrogate different views of
10x data to gain insights into underlying biology.

Synonyms: Loupe Cell Browser 4.0

Resource Type: software application, software resource, data processing software, data
analysis software

Keywords: Interactive visualization, data analysis, 10x Genomics solutions, data

Availability: Restricted

Resource Name: Loupe Browser

Resource ID: SCR_018555

License URLs: https://support.10xgenomics.com/single-cell-gene-
expression/software/downloads/latest#loupe

Record Creation Time: 20220129T080340+0000

Record Last Update: 20260728T043547+0000

Ratings and Alerts

No rating or validation information has been found for Loupe Browser.

No alerts have been found for Loupe Browser.

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_018555/resolver
https://support.10xgenomics.com/single-cell-gene-expression/software/visualization/latest/what-is-loupe-cell-browser
https://support.10xgenomics.com/single-cell-gene-expression/software/visualization/latest/what-is-loupe-cell-browser


Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 146 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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Periyakoil PK, et al. (2025) Deep topic modeling of spatial transcriptomics in the
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bioRxiv : the preprint server for biology.
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therapy. Scientific reports, 15(1), 8618.
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Gene Expression in the Forebrain of Mice with a Progressive Loss of Dopaminergic
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Elhamamsy A, et al. (2025) Hypoxic stress incites HIF1?-driven ribosome biogenesis that
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Albee AW, et al. (2025) Single-cell RNA sequencing defines developmental progression
and reproductive transitions of Pneumocystis carinii. Microbiology spectrum, 13(10),
e0127725.

Pan X, et al. (2025) NFATc1 regulates LAG3+CD8+ T cells in the spleen of mice infected
with Plasmodium yoelii NSM. PLoS neglected tropical diseases, 19(10), e0013605.

Chen Y, et al. (2025) Spatial transcriptomics combined with single-nucleus RNA
sequencing reveals glial cell heterogeneity in the human spinal cord. Neural regeneration
research, 20(11), 3302.
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science, 116(4), 1034.
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