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Proper Citation

REDIportal (RRID:SCR_018490)

Resource Information

URL.: http://srv00.recas.ba.infn.it/atlas/index.html

Proper Citation: REDIportal (RRID:SCR_018490)

Description: Comprehensive database of A-to-l RNA Editing Events. Atlas of A-to-l RNA
editing events in human and other organisms. Collection of A-to-l events in body sites of
healthy individuals from GTEX project. RNA Editing sites can be searched by genomic
region, gene name and other relevant features as tissue of origin. Query results are shown
in sortable and downloadable tables in which main characteristics of individual RNA
editing events are reported. RNA-Seq and DNA-Seq coverage per site as well as RNA
editing levels are provided.

Resource Type: atlas, service resource, database, topical portal, portal, data or
information resource

Defining Citation: PMID:27587585

Keywords: A-to-I RNA Editing Events, RNA editing events collection, atlas, database,
GTEX project, genomic region, gene name, RNAseq, DNAseq, , bio.tools

Funding: Italian Ministero dell Istruzione ;
Consiglio Nazionale delle Ricerche

Availability: Free, Freely available
Resource Name: REDIportal

Resource ID: SCR_018490

Alternate IDs: biotools:rediportal
Alternate URLSs: https://bio.tools/rediportal

Record Creation Time: 20220129T080340+0000
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Record Last Update: 20260728T043546+0000

Ratings and Alerts
No rating or validation information has been found for REDIportal.

No alerts have been found for REDIportal.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 30 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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