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FlowSOM

RRID:SCR_016899
Type: Tool

Proper Citation

FlowSOM (RRID:SCR_016899)

Resource Information

URL.: https://github.com/SofieVG/FlowSOM

Proper Citation: FlowSOM (RRID:SCR_016899)

Description: Software tool to analyze Flow or mass cytometry data using a Self-
Organizing Map. Used to obtain an overview of how all markers are behaving on all cells,
and to detect subsets that might be missed otherwise.

Synonyms: FlowSOM, Flow Self Organizing Map

Resource Type: data visualization software, data analysis software, software resource,
software application, data processing software

Defining Citation: PMID:25573116

Keywords: flow, cytometry, data, analysis, self, organizing, map, marker, cell, detect,
bio.tools

Availability: Free, Available for download, Freely available
Resource Name: FlowSOM

Resource ID: SCR_016899

Alternate IDs: biotools:flowsom

Alternate URLSs: https://bioconductor.org/packages/release/bioc/html/FlowSOM.html,
https://www.flowjo.com/exchange/#/plugin/profile?id=7, https://bio.tools/flowsom

License: GPL
Record Creation Time: 20220129T080332+0000

Record Last Update: 20260728T043522+0000



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_016899/resolver
https://github.com/SofieVG/FlowSOM
https://pubmed.ncbi.nlm.nih.gov/25573116

Ratings and Alerts
No rating or validation information has been found for FlowSOM.

No alerts have been found for FlowSOM.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 106 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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MRNA vaccines across individuals with different immunocompromising conditions:
heterogeneity in the immune response and crucial role of Omicron-adapted booster doses.
EBioMedicine, 113, 105577.

Novais EJ, et al. (2025) Genetics- and age-driven neuroimmune and disc changes
underscore herniation susceptibility and pain-associated behaviors in SM/J mice. Science
advances, 11(17), eado6847.

Li HL, et al. (2025) Immune Activation Signatures Associated with Fatigue in Cancer
Patients Undergoing Immune Checkpoint Inhibitor Therapy. Cancer research
communications, 5(10), 1738.

Theobald SJ, et al. (2025) Deep immune profiling delineates hallmarks of disease
heterogeneity in extrapulmonary tuberculosis. Nature communications, 16(1), 9662.




