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Agilent MassHunter WorkStation - Qualitative
Analysis for GC/MS
RRID:SCR_016657
Type: Tool

Proper Citation

Agilent MassHunter WorkStation - Qualitative Analysis for GC/MS (RRID:SCR_016657)

Resource Information

URL: https://www.agilent.com/en/products/software-informatics/masshunter-
suite/masshunter-qualitative-analysis-gcms

Proper Citation: Agilent MassHunter WorkStation - Qualitative Analysis for GC/MS
(RRID:SCR_016657)

Description: Software tools for compound-centric data mining and navigation. Used to
identify compounds in overlapping and co-eluting peaks with feature extraction and
correlation algorithms for chromatographic separation. Used for separating true signals
from noise.

Resource Type: data analysis software, software resource, data acquisition software,
software application, data processing software, data analytics software, software toolkit

Keywords: compound, centric, data, mining, navigation, chromatic, separation, coeluting,
peak, signal, noise, mass, spectrometry, analysis, qualitative

Resource Name: Agilent MassHunter WorkStation - Qualitative Analysis for GC/MS

Resource ID: SCR_016657

Record Creation Time: 20220129T080331+0000

Record Last Update: 20260728T043520+0000

Ratings and Alerts

No rating or validation information has been found for Agilent MassHunter WorkStation -
Qualitative Analysis for GC/MS.

No alerts have been found for Agilent MassHunter WorkStation - Qualitative Analysis for
GC/MS.
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Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 733 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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