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Proper Citation

CluePedia Cytoscape plugin (RRID:SCR_015784)

Resource Information

URL: http://apps.cytoscape.org/apps/cluepedia

Proper Citation: CluePedia Cytoscape plugin (RRID:SCR_015784)

Description: Data analysis software and search tool for new markers potentially
associated to pathways. CluePedia calculates linear and non-linear statistical
dependencies from experimental data and investigates interrelations within each pathway
to reveal associations through gene/protein/miRNA enrichments.

Synonyms: CluePedia: A ClueGO plugin, CluePedia: A ClueGO plugin for pathway
insights using integrated experimental and in silico data

Resource Type: software application, data analysis software, software resource, data
processing software, data visualization software

Defining Citation: PMID:23325622

Keywords: cytoscape, cluepedia, search tool, marker, pathway, experimental data, in
silico data, linear dependence, gene, protein, miRNA

Funding: INCa ;
Canceropole Ile de France ;
INSERM ;
MedImmune ;
Qatar National Research Fund NPRP09-1174-3-291;
European Commission 7FP Geninca 202230);
LabEx Immuno-Oncology

Availability: Free for non-profits, Free for academic use, Available for download,
Commercially available, Available for purchase

Resource Name: CluePedia Cytoscape plugin

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_015784/resolver
http://apps.cytoscape.org/apps/cluepedia
https://pubmed.ncbi.nlm.nih.gov/23325622


Resource ID: SCR_015784

Record Creation Time: 20220129T080327+0000

Record Last Update: 20260729T044401+0000

Ratings and Alerts

No rating or validation information has been found for CluePedia Cytoscape plugin.

No alerts have been found for CluePedia Cytoscape plugin.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 192 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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