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Proper Citation

GeneMarker (RRID:SCR_015661)

Resource Information

URL: http://www.softgenetics.com/GeneMarker.php

Proper Citation: GeneMarker (RRID:SCR_015661)

Description: Genotype analysis software which enhances the speed, accuracy, and ease
of analysis. The software is an alternative to Applied BioSystems Genotyper®,
GeneScan®, and other genotype analysis software.

Synonyms: GeneMarker: The Biologist Friendly Software

Resource Type: software application, software resource, data processing software, data
analysis software

Keywords: genotype, gene analysis

Availability: Commercially available, Trial available, Runs on Mac OS, Runs on Windows,
Runs on Linux

Resource Name: GeneMarker

Resource ID: SCR_015661

Record Creation Time: 20220129T080326+0000

Record Last Update: 20260728T043501+0000

Ratings and Alerts

No rating or validation information has been found for GeneMarker.

No alerts have been found for GeneMarker.

Data and Source Information

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_015661/resolver
http://www.softgenetics.com/GeneMarker.php


Source: SciCrunch Registry

Usage and Citation Metrics

We found 1541 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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autochthonous malaria transmission in the US (2023) using Illumina AmpliSeq technology:
a genetic epidemiology study. Lancet regional health. Americas, 48, 101159.

Lee SY, et al. (2025) Comprehensive genetic profiling of sensorineural hearing loss using
an integrative diagnostic approach. Cell reports. Medicine, 6(7), 102206.

Darmis F, et al. (2025) Male reproductive tactics in house mice: Consistent individual
differences, intrinsic factors and density effects. The Journal of animal ecology, 94(6),
1244.

Dreier D, et al. (2025) Careful Examination of a Novel Azobenzene Paroxetine Derivative
and Its Interactions With Biogenic Amine Transporters. Journal of neurochemistry, 169(4),
e70068.

https://scicrunch.org/nidm-terms/rin/sources/SCR_005400
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_015661/resolver/mentions


Gandhi KA, et al. (2025) Patient derived xenograft models of hormone receptor positive
and HER2 negative breast cancer from Indian patients. Scientific reports, 15(1), 38610.
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American journal of botany, 112(11), e70122.
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suppressor genes using new ClinGen PP1/PP4 criteria guidance. European journal of
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