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Proper Citation

OncoKB (RRID:SCR_014782)

Resource Information

URL: http://oncokb.org

Proper Citation: OncoKB (RRID:SCR_014782)

Description: Precision oncology knowledge base which contains information about the
effects and treatment implications of specific cancer gene alterations. OncoKB contains
detailed information about specific alterations in 418 cancer genes. Each variant entry
contains biological effect, prevalence, prognostic information, and treatment implications.
Information is curated from various sources, such as guidelines from the FDA,
ClinicalTrials.gov, and scientific literature by a network of clinical fellows, research fellows,
and faculty members at Memorial Sloan Kettering Cancer Center.

Resource Type: data or information resource, database, portal

Keywords: oncology, knowledge base, cancer, cancer gene, gene alteration, curation,
somatic mutation, FASEB list

Related Condition: Cancer

Availability: Public

Resource Name: OncoKB

Resource ID: SCR_014782

License URLs: http://oncokb.org/#/terms

Record Creation Time: 20220129T080322+0000

Record Last Update: 20260829T182844+0000

Ratings and Alerts

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_014782/resolver
http://oncokb.org


No rating or validation information has been found for OncoKB.

No alerts have been found for OncoKB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 988 mentions in open access literature.
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