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MetaSearch

RRID:SCR_014751
Type: Tool

Proper Citation

MetaSearch (RRID:SCR_014751)

Resource Information

URL.: http://openneu.ro/metasearch

Proper Citation: MetaSearch (RRID:SCR_014751)

Description: Web application search tool intended to help users find MRI data shared
publicly on the Web, particularly from projects organized under the 1000 Functional
Connectomes Project (FCP) and International Neuroimaging Data-sharing Initiative (INDI).
Users can perform queries visually to select a cohort of participants with brain imaging
data based on their demographics and phenotypic information and then link out to imaging
measures.

Resource Type: web application, software resource

Keywords: web application, mri, mri data, open mri data, search tool, brain imaging data
Availability: Public

Resource Name: MetaSearch

Resource ID: SCR_014751

Alternate URLSs: https://github.com/OpenNeuroLab/metasearch
https://www.nitrc.org/projects/metasearch/

License: Applicable with respect to the dataset used
Record Creation Time: 20220129T080322+0000

Record Last Update: 20260728T043447+0000

Ratings and Alerts

No rating or validation information has been found for MetaSearch.



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_014751/resolver
http://openneu.ro/metasearch

No alerts have been found for MetaSearch.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 3 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .

Freire PP, et al. (2019) The Pathway to Cancer Cachexia: MicroRNA-Regulated Networks
in Muscle Wasting Based on Integrative Meta-Analysis. International journal of molecular
sciences, 20(8).

Manoel-Caetano FS, et al. (2019) Upregulation of the APE1 and H2AX genes and
mMiRNAs involved in DNA damage response and repair in gastric cancer. Genes &
diseases, 6(2), 176.

Bertoni N, et al. (2016) Integrative meta-analysis identifies microRNA-regulated networks
in infantile hemangioma. BMC medical genetics, 17, 4.



https://scicrunch.org/nidm-terms/rin/sources/SCR_005400
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_014751/resolver/mentions

