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A plasmid Editor
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Proper Citation

A plasmid Editor (RRID:SCR_014266)

Resource Information

URL.: http://biologylabs.utah.edu/jorgensen/wayned/ape/

Proper Citation: A plasmid Editor (RRID:SCR_014266)

Description: Software tool for plasmid and sequence editing, annotating and drawing
plasmid sequences. Used to view circular or linear maps of DNA sequences. Users can
perform virtual digests whereby they select predefined DNA ladder, or specify their own,
and visualize theoretical DNA fragments. Used to highlight restriction sites in editing
window, accurately reflect Dam/Dcm blocking of enzyme sites, highlighting and drawing
graphic maps using feature annotations from genbank and embil files, highlighting text
using pre-defined and custom feature libraries, and directly BLASTing selected sequence
at NCBI or Wormbase. Runs across Windows, OS X, and Linux/Unix.

Abbreviations: ApE
Synonyms: A plasmid Editor

Resource Type: sequence analysis software, data analysis software, software resource,
software application, data processing software, standalone software

Keywords: Plasmid, editing, sequence, annotating, drawing, restriction, site, enzyme,
map, DNA, fragment

Availability: Free, Available for download, Freely available
Resource Name: A plasmid Editor

Resource ID: SCR_014266

Alternate URLSs: https://jorgensen.biology.utah.edu/wayned/ape/
Old URLSs: http://ape-a-plasmid-editor.wikispaces.com

Record Creation Time: 20220129T080319+0000
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Ratings and Alerts
No rating or validation information has been found for A plasmid Editor.

No alerts have been found for A plasmid Editor.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 93 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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