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Human Brain Transcriptome

RRID:SCR_013742
Type: Tool

Proper Citation

Human Brain Transcriptome (RRID:SCR_013742)

Resource Information

URL: http://hbatlas.org

Proper Citation: Human Brain Transcriptome (RRID:SCR_013742)

Description: A data repository containing transcriptome and associated metadata for the
developing and adult human brain. It provides genome-wide, exon-level transcriptome
data from both sexes and multiple ethnicities.

Abbreviations: HBT
Resource Type: database, data or information resource

Defining Citation: PMID:19477152

Keywords: human brain, transcriptome data, brain regions, FASEB list
Funding: NIMH UO1MH081896

Resource Name: Human Brain Transcriptome

Resource ID: SCR_013742

Record Creation Time: 20220129T080317+0000

Record Last Update: 20260725T191208+0000

Ratings and Alerts
No rating or validation information has been found for Human Brain Transcriptome.

No alerts have been found for Human Brain Transcriptome.

Data and Source Information
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https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_013742/resolver
http://hbatlas.org
https://pubmed.ncbi.nlm.nih.gov/19477152

Source: SciCrunch Registry

Usage and Citation Metrics
We found 95 mentions in open access literature.
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