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GPCR Natural Variants database

RRID:SCR_013363
Type: Tool

Proper Citation

GPCR Natural Variants database (RRID:SCR_013363)

Resource Information

URL: http://nava.liacs.nl/

Proper Citation: GPCR Natural Variants database (RRID:SCR_013363)

Description: The GPCR NaVa database describes sequence variants within the family of
human G Protein-Coupled Receptors (GPCRs). GPCRs regulate many physiological
functions and are the targets for most of today's medicines. The acronym NaVa stands for
Natural Variant, which means any (non-artificial) variant that occurs in humans. The
GPCR NaVa database includes: 1) rare mutations (frequency 1%); 2) polymorphisms
(frequency > 1%), including Single Nucleotide Polymorphisms (SNPs); 3) variants without
estimates of allele frequency. The GPCR NaVa database aids GPCR research by
categorising and integrating information on variants from databases and scientific papers.
Moreover, the GPCR NaVa database is linked with the reputable GPCRDB. In case of
missing NaVas, please help our users by sending a completed Excel-file to Jeroen Kazius.
human G Protein-Coupled Receptors, human G Protein, human G-protein

Synonyms: GPCR NaVa database

Resource Type: data or information resource, database

Keywords: human g protein, human g-protein, human g protein-coupled receptors
Resource Name: GPCR Natural Variants database

Resource ID: SCR_013363

Alternate IDs: nif-0000-02921

Record Creation Time: 20220129T080315+0000

Record Last Update: 20260729T044315+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_013363/resolver
http://nava.liacs.nl/

No rating or validation information has been found for GPCR Natural Variants database.

No alerts have been found for GPCR Natural Variants database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 4 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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