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FlyTrap- GFP Protein Trap Database

RRID:SCR_013354
Type: Tool

Proper Citation

FlyTrap- GFP Protein Trap Database (RRID:SCR_013354)

Resource Information

URL: http://flytrap.med.yale.edu/

Proper Citation: FlyTrap- GFP Protein Trap Database (RRID:SCR_013354)

Description: The FlyTrap database presents the current results of large scale protein
trapping screens that provide both information on which cells express each tagged gene,
and subcellular localization of GFP-tagged proteins. Expression is under the control of
endogenous promoter and enhancer elements, allowing for visualization of normal
expression patterns. Drosophila proteins tagged with Green Fluorescent Protein (GFP)
were created by insertion into genes of an artificial exon encoding GFP flanked by splice
acceptor (SA) and splice donor (SD) sequences so that expression of GFP relies on
splicing into mature mRNAs and in-frame fusion.

Synonyms: FlyTrap

Resource Type: data or information resource, database
Keywords: gfp-tagged protein, protein, protein trapping screen
Resource Name: FlyTrap- GFP Protein Trap Database
Resource ID: SCR_013354

Alternate IDs: nif-0000-02849

Record Creation Time: 20220129T080315+0000

Record Last Update: 20260729T044315+0000

Ratings and Alerts

No rating or validation information has been found for FlyTrap- GFP Protein Trap
Database.



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_013354/resolver
http://flytrap.med.yale.edu/

No alerts have been found for FlyTrap- GFP Protein Trap Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 26 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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