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Integrative Genomics Viewer

RRID:SCR_011793
Type: Tool

Proper Citation

Integrative Genomics Viewer (RRID:SCR_011793)

Resource Information

URL: http://www.broadinstitute.org/igv/

Proper Citation: Integrative Genomics Viewer (RRID:SCR_011793)

Description: A high-performance visualization tool for interactive exploration of large,
integrated genomic datasets.

Abbreviations: IGV
Resource Type: software resource

Defining Citation: DOI:10.1038/nbt.1754

Keywords: genomic datasets exploration,

Resource Name: Integrative Genomics Viewer

Resource ID: SCR_011793

Alternate IDs: OMICS_00917, biotools:igv

Alternate URLSs: https://bio.tools/igv, https://sources.debian.org/src/igv/
Record Creation Time: 20220129T080306+0000

Record Last Update: 20260808T185935+0000

Ratings and Alerts
No rating or validation information has been found for Integrative Genomics Viewer.

No alerts have been found for Integrative Genomics Viewer.
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