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miRTar

RRID:SCR_010851
Type: Tool

Proper Citation

miRTar (RRID:SCR_010851)

Resource Information

URL: http://mirtar.mbc.nctu.edu.tw/human/

Proper Citation: miRTar (RRID:SCR_010851)

Description: An integrated web server for identifying miRNA-target interactions in human.
The tool enables biologists easily to identify the biological functions and regulatory
relationships between a group of known/putative miRNAs and protein coding genes. It
also provides perspective of information on the miRNA targets on alternatively spliced
transcripts.

Abbreviations: miRTar
Synonyms: MicroRNA Target prediction

Resource Type: service resource, data set, data or information resource, data analysis
service, production service resource, analysis service resource

Resource Name: miRTar

Resource ID: SCR_010851

Alternate IDs: OMICS 00410

Record Creation Time: 20220129T080301+0000

Record Last Update: 20260729T044253+0000

Ratings and Alerts
No rating or validation information has been found for miRTar.

No alerts have been found for miRTar.

Data and Source Information
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http://mirtar.mbc.nctu.edu.tw/human/

Source: SciCrunch Registry

Usage and Citation Metrics
We found 52 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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