Resource Summary Report

Generated by nidm-terms on Jul 29, 2026

GenExpress: an intellectual system for analysis of
genomic regulatory sequences of humans and
higher eukaryotes

RRID:SCR_010647
Type: Tool

Proper Citation

GenExpress: an intellectual system for analysis of genomic regulatory sequences of
humans and higher eukaryotes (RRID:SCR_010647)

Resource Information

URL: http://wwwmgs.bionet.nsc.ru/mgs/papers/kol/geneexp/

Proper Citation: GenExpress: an intellectual system for analysis of genomic regulatory
sequences of humans and higher eukaryotes (RRID:SCR_010647)

Description: The intellectual system GenExpress designed for analysis of genomic
regulatory sequences of higher eukaryotes comprises the following major units: (1) the
database of transcription regulatory regions of eukaryotic genes TRRD that contains the
description of regulatory regions of 427 eukaryotic genes, including 2133 transcription
factor binding sites, 78 composite regulatory elements, 593 enhancers, and other types of
transcription-regulating elements; (2) the database Activity that comprises the available
data on the activity of the sites involved in the regulation of gene expression as well as the
physico-chemical, conformational, and statistical DNA/RNA properties significant for the
activity of these sites; (3) the database for gene networks GeneNet that contains the
information on groups of the genes functioning coordinately to provide expression of
genetic information; (4) a set of programs for detecting functional sites and predicting their
activity; (5) programs for visualization of the information contained in the listed databases
and the results of analysis; (6) semantic means to provide user"s navigation in the system.
SRS (Sequence Retrieval System) query language was chosen for the system
GenExpress, as it is widespread and Internet-compatible. GenExpress is available at
/mgs/systems/geneexpress/. Applications of the system to analysis of the structure-
function organization of human genomic nucleotide sequences are considered.

Synonyms: GenExpress

Resource Type: service resource, data or information resource, database, topical portal,
portal
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Ratings and Alerts

No rating or validation information has been found for GenExpress: an intellectual system
for analysis of genomic regulatory sequences of humans and higher eukaryotes.

No alerts have been found for GenExpress: an intellectual system for analysis of genomic
regulatory sequences of humans and higher eukaryotes.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 18 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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