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GENOCHECK

RRID:SCR_009203
Type: Tool

Proper Citation

GENOCHECK (RRID:SCR_009203)

Resource Information

URL: http://softlib.rice.edu/geno.html

Proper Citation: GENOCHECK (RRID:SCR_009203)

Description: Software application designed to identify genotypes that are likely to be
errors. The statistical method was designed to identify typing error rather than pedigree
errors, but is general enough to pinpoint any unlikely genotype still consistent with
Mendelian inheritance. (entry from Genetic Analysis Software)

Abbreviations: GENOCHECK

Synonyms: GenoCheck

Resource Type: software application, software resource
Keywords: gene, genetic, genomic, ¢, unix

Resource Name: GENOCHECK

Resource ID: SCR_009203

Alternate IDs: nix_154345

Record Creation Time: 20220129T080251+0000

Record Last Update: 20260727T040454+0000

Ratings and Alerts
No rating or validation information has been found for GENOCHECK.

No alerts have been found for GENOCHECK.

Data and Source Information



https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_009203/resolver
http://softlib.rice.edu/geno.html

Source: SciCrunch Registry

Usage and Citation Metrics
We found 7 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .

Park JR, et al. (2022) Serum microRNA-185 Levels and Myocardial Injury in Patients with
Acute ST-segment Elevation Myocardial Infarction. Internal medicine (Tokyo, Japan),
61(2), 151.

Kim HS, et al. (2021) Exosomal miR-125b Exerts Anti-Metastatic Properties and Predicts
Early Metastasis of Hepatocellular Carcinoma. Frontiers in oncology, 11, 637247.

Kim HK, et al. (2020) TMBIMG6/BI-1 contributes to cancer progression through assembly
with mTORC2 and AKT activation. Nature communications, 11(1), 4012.

Zhu 'Y, et al. (2019) Overexpression of INcCRNA EPB41L4A-AS1 Induces Metabolic
Reprogramming in Trophoblast Cells and Placenta Tissue of Miscarriage. Molecular
therapy. Nucleic acids, 18, 518.

Zhu Y, et al. (2017) Cell cycle and histone modification genes were decreased in placenta
tissue from unexplained early miscarriage. Gene, 636, 17.

Park M, et al. (2016) SOHLHZ2 is essential for synaptonemal complex formation during
spermatogenesis in early postnatal mouse testes. Scientific reports, 6, 20980.

Kwon HJ, et al. (2010) Widdrol induces cell cycle arrest, associated with MCM down-
regulation, in human colon adenocarcinoma cells. Cancer letters, 290(1), 96.
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