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GENESPRING GT

RRID:SCR_009196
Type: Tool

Proper Citation

GENESPRING GT (RRID:SCR_009196)

Resource Information

URL: http://www.chem.agilent.com/scripts/pds.asp?lpage=34662

Proper Citation: GENESPRING GT (RRID:SCR_009196)

Description: A desktop analysis workbench for analyzing high-volume, high-density
genotyping data. The software provides a comprehensive set of linkage and association
algorithms that allow researchers to discover relationships between genotypes and
phenotypes. Researchers can visually explore fully annotated SNPs and genes at varying
levels of detail. Designed for biologists and statisticians, GeneSpring GT is capable of
importing, visualizing, and analyzing hundreds of thousands of variation measurements
simultaneously, for rapid localization of disease or phenotype markers. (entry from Genetic
Analysis Software)

Abbreviations: GENESPRING GT

Synonyms: previously VARIA

Resource Type: software application, software resource
Keywords: gene, genetic, genomic

Resource Name: GENESPRING GT

Resource ID: SCR_009196

Alternate IDs: nIx_154339

Record Creation Time: 20220129T080251+0000

Record Last Update: 20260727T040446+0000

Ratings and Alerts


https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_009196/resolver
http://www.chem.agilent.com/scripts/pds.asp?lpage=34662

No rating or validation information has been found for GENESPRING GT.

No alerts have been found for GENESPRING GT.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 13 mentions in open access literature.
Listed below are recent publications. The full list is available at nidm-terms .
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Watanabe M, et al. (2017) Type XVII collagen coordinates proliferation in the interfollicular
epidermis. eLife, 6.
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Bu Y, et al. (2015) The herbal compound Songyou Yin (SYY) inhibits hepatocellular
carcinoma growth and improves survival in models of chronic fibrosis via paracrine
inhibition of activated hepatic stellate cells. Oncotarget, 6(37), 40068.

Ciafre SA, et al. (2005) Extensive modulation of a set of microRNAs in primary
glioblastoma. Biochemical and biophysical research communications, 334(4), 1351.




