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Proper Citation

HARDY (RRID:SCR_009107)

Resource Information

URL: http://www.stat.washington.edu/thompson/Genepi/Hardy.shtml

Proper Citation: HARDY (RRID:SCR_009107)

Description: Markov chain Monte Carlo program for association in two-dimensional
contingency tables, and for testing Hardy-Weinberg equilibrium. (entry from Genetic
Analysis Software)

Abbreviations: HARDY

Synonyms: PANGAEA

Resource Type: software application, software resource

Keywords: gene, genetic, genomic, c, unix, (dec-unix/..)

Resource Name: HARDY

Resource ID: SCR_009107

Alternate IDs: nlx_154205

Record Creation Time: 20220129T080251+0000

Record Last Update: 20260727T040444+0000

Ratings and Alerts

No rating or validation information has been found for HARDY.

No alerts have been found for HARDY.

Data and Source Information

https://scicrunch.org/nidm-terms
https://scicrunch.org/nidm-terms/data/record/nlx_144509-1/RRID:SCR_009107/resolver
http://www.stat.washington.edu/thompson/Genepi/Hardy.shtml


Source: SciCrunch Registry

Usage and Citation Metrics

We found 7329 mentions in open access literature.

Listed below are recent publications. The full list is available at nidm-terms .
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of their aphid hosts. Insect molecular biology, 34(1), 19.
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with acromegaly. Endocrine, 88(1), 249.
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Carbamazepine Clearance in Children. Pediatric reports, 17(1).
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Differentiated Thyroid Cancer: Investigating Associations with Clinical Outcomes.
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International journal of molecular sciences, 26(2).
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cohorts and functional characterization. International journal of cancer, 156(2), 339.
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glymphatic activity. Nature communications, 16(1), 626.
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women in a cohort enriched with risk for Alzheimer's disease. Alzheimer's & dementia
(Amsterdam, Netherlands), 17(1), e70062.

Alghashmari IH, et al. (2025) Knockdown-resistant mutations in head lice (Pediculus
humanus capitis) collected from schoolchildren in Riyadh, Saudi Arabia. Scientific reports,
15(1), 2412.

Visscher PM, et al. (2025) Heritable polygenic editing: the next frontier in genomic
medicine? Nature, 637(8046), 637.


